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Too much data to move around

Predictions
4.1M predictions on
32TB; one prediction
9.5M ±12.5M on avg
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big_80 blast 19%

big blast 18%

saf_80 13% saf 6%

hssp_80 15%

hssp80filter80 14%

hssp 7%
blast rdbs 3%features 5%

big 6.5GB

big_80 2.8GB

pfam 2.7GB

swissprot 2.6GBDatabases
15GB
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